. Summary statistics of PM 2.5 (PM with aerodynamic diameter ≤2.5 µm) and temperature levels. Table S2 . Estimated change (and 95% CI) in fasting blood glucose (FBG) level (mg/dL) per interquartile range (IQR) increase in PM 2.5 (particulate matter with aerodynamic diameter ≤2.5 µm) concentration averaged over the corresponding time window before each visit. We accounted for potential selection bias using inverse probability weighting. Table S4 . Sensitivity analysis of the mediation effect of ICAM-1 methylation on the association between PM 2.5 concentrations averaged over 28-day exposure window with fasting blood glucose (FBG) level (mg/dL). Natural indirect effect represents the "mediated" effect through the ICAM-1 methylation pathway. Estimates correspond to 1 µg/m 3 increase in PM 2.5 concentration.
. Summary statistics of PM 2.5 (PM with aerodynamic diameter ≤2.5 µm) and temperature levels. Table S2 . Estimated change (and 95% CI) in fasting blood glucose (FBG) level (mg/dL) per interquartile range (IQR) increase in PM 2.5 (particulate matter with aerodynamic diameter ≤2.5 µm) concentration averaged over the corresponding time window before each visit. We accounted for potential selection bias using inverse probability weighting. Table S4 . Sensitivity analysis of the mediation effect of ICAM-1 methylation on the association between PM 2.5 concentrations averaged over 28-day exposure window with fasting blood glucose (FBG) level (mg/dL). Natural indirect effect represents the "mediated" effect through the ICAM-1 methylation pathway. Estimates correspond to 1 µg/m 3 increase in PM 2.5 concentration. Figure S1 . Methylation of specific CpG sites for the four candidate genes (interferon gamma (IFN-γ), interleukin-6 (IL-6), Toll-like receptor 2 (TLR-2), and intracellular adhesion molecule-1 (ICAM-1)). Figure S2 . Timeline of the study design. Potential selection bias due to loss to follow-up was accounted for using inverse probability weighting. In a logistic regression, we predict the probability of coming to a subsequent visit by covariates from the previous one, which include age, BMI, regular patterns of physical activity, smoking status, pack year smoked, FEV1 and FVC ratio, medication (diuretics and beta blocker), and education level. 0.003 (-0.002; 0.008) Results from linear mixed-effects regression models accounting for correlation across multiple visits, and adjusted for age, BMI, race, regular patterns of physical activity, smoking status, pack-years smoked, alcohol consumption, education level, statin use, batch effects, percentage of lymphocytes, and percentage of neutrophils (all from previous visits). Participants with diabetes were excluded. *ICAM-1 and TLR-2 DNA methylation measurements were log transformed. Table S4 . Sensitivity analysis of the mediation effect of ICAM-1 methylation on the association between PM 2.5 concentrations averaged over 28-day exposure window with fasting blood glucose (FBG) level (mg/dL). Natural indirect effect represents the "mediated" effect through the ICAM-1 methylation pathway. Estimates correspond to 1 μg/m 3 increase in PM 2.5 concentration. We additionally controlled for dietary intake (total calorie intake and glycemic index), to reduce potential confounding by diet. We restricted the analysis to participants with a C-reactive protein (CRP) level less than 10 mg/L, to partially removal potential effect from acute inflammation. Figure S1 . Methylation of specific CpG sites for the four candidate genes (interferon gamma (IFN-γ), interleukin-6 (IL-6), Toll-like receptor 2 (TLR-2), and intracellular adhesion molecule-1 (ICAM-1) ).
i. ICAM-1 methylation CpG sites Note: PCR: polymerase chain reaction; PSQ: pyrosequencing; PSQ CpG sites are the methylation sites where pyrosequencing was performed.
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